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Quantitative detection of genetically modified rice—Digital PCR—
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AR5 5 1) 2 R K AR BR (LOQ) 2 0.1 % (4340 .
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3.1 REBEBMENX

THVAREFE SCid T A
3.1.1
SPS E[E The gene of sucrose phosphate synthase
TEME Wl 192 G 0t i TR  JROK B DL PN 2 ORI,
3.1.2
LL62 &L {k4 2 EF % event-specific sequence of 1.1.62
AP DNA 38 A SZ AR KOK LN 41 5 2 F 21 77 R AR P 91 AR 91 2 DR 5 A
3.1.3
Taq & Taqg DNA polymerase
TRT 7K HE WA TR A T P DNA B 45 8
3.1.4
&1 template
7 PCR 514 /4R 59 G I AR5 52 DNA 7 Bt
3.1.5
EE#H MK limit of quantification; LOQ
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